. a Shaded BACs were used in the tiling path ( Figure 1 ). Bold BACs are from the routine genomic library, and other BACs are from the reverse-4D library. The "etc" represents that there are more possible positive BACs in the reverse-4D library; however, we stopped screening owing to inconvenient non-gridded properties of the reverse-4D library for obtaining lots of positive BACs [S1] . e Predicted CDS was similar to the mRNA sequence of ubiquitin specific peptidase 42 (USP42) by BLASTN; however, no significant homology was determined by BLASTP. 
